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AssayMAP Bravo published peer reviewed citations

2024

ALK signalling primes the DNA damage response sensitizing ALK-driven neuroblastoma to 
therapeutic ATR inhibition

Authors: Marcus Borenäs, Ganesh Umapathy, Dan E. Lind, Wei-Yun Lai, Jikui Guan, Joel 
Johansson, Eva Jennische, Alexander Schmidt, Yeshwant Kurhe, Jonatan L. Gabre, Agata 
Aniszewska, Anneli Strömberg, Mats Bemark, Michael N. Hall, Jimmy Van den Eynden, Bengt 
Hallberg, and Ruth H. Palmer

Journal Citation: PNAS 2024, 121(1), e2315242121

Key Words: Fe(III)-NTA, Phosphopeptide Enrichment, Mechanism of Action, Phosphoproteomics, 
Signal Transduction

Assessment of IgG-Fc glycosylation from individual RhD-specific B cell clones reveals regulation 
at clonal rather than clonotypic level

Authors: Erik L. de Graaf, Mads Delbo Larsen, Nieke van der Bolt, Remco Visser, Onno J. H. 
M. Verhagen, Agnes L. Hipgrave Ederveen, Carolien A. M. Koeleman, C. Ellen van der Schoot, 
Manfred Wuhrer, and Gestur Vidarsson

Journal Citation: Immunology 2024, 171(3), 428-439

Key Words: PGW, Affinity Purification, Glycoproteomics

Comprehensive analysis of the proximity-dependent nuclear interactome for the oncoprotein 
NOTCH1 in live cells

Authors: Haydee M. Torres, Fang Fang, Danielle G. May, Paige Bosshardt, Leetoria Hinojosa, Kyle 
J. Roux, and Jianning Tao

Journal Citation: Journal of Biological Chemistry 2024, 300(1), 105522

Key Words: C18-5, Peptide Cleanup, Protein-Protein Interactions, Signal Transduction, BioID

Illuminating phenotypic drug responses of sarcoma cells to kinase inhibitors by 
phosphoproteomics

Authors: Chien-Yun Lee, Matthew The, Chen Meng, Florian P Bayer, Kerstin Putzker, Julian Müller, 
Johanna Streubel, Julia Woortman, Amirhossein Sakhteman, Moritz Resch, Annika Schneider, 
Stephanie Wilhelm, and Bernhard Kuster

Journal Citation: Molecular Systems Biology 2024, 20(1), 28-55

Key Words: Fe(III)-NTA, RPS-5, Peptide Cleanup, Phosphopeptide Enrichment, Biomarkers,  
Mechanism of Action, Phosphoproteomics, Proteomics, SP3

IMBAS-MS Discovers Organ-Specific HLA Peptide Patterns in Plasma

Authors: Maria Wahle, Marvin Thielert, Maximilian Zwiebel, Patricia Skowronek, Wen-Feng Zeng, 
and Matthias Mann

Journal Citation: Molecular & Cellular Proteomics 2024, 23(1), 100689

Key Words: C18-5, Fractionation, Biomarkers, Immunopeptidomics

https://doi.org/10.1073/pnas.2315242121
https://doi.org/10.1073/pnas.2315242121
https://doi.org/10.1111/imm.13737
https://doi.org/10.1111/imm.13737
https://doi.org/10.1016/j.jbc.2023.105522
https://doi.org/10.1016/j.jbc.2023.105522
https://doi.org/10.1038/s44320-023-00004-7
https://doi.org/10.1038/s44320-023-00004-7
https://doi.org/10.1016/j.mcpro.2023.100689
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Live cell painting: New nontoxic dye to probe cell physiology in high content screening

Authors: Martin Cottet, Yuniel Fernandez Marrero, Simon Mathien, Karine Audette, Raphaelle 
Lambert, Eric Bonneil, Kenneth Chng, Alex Campos, and David W. Andrews

Journal Citation: SLAS Discovery 2024, 

Key Words: C18-5, Peptide Cleanup, Proteomics

Monitoring mAb proteoforms in mouse plasma using an automated immunocapture combined 
with top-down and middle-down mass spectrometry

Authors: Jonathan Dhenin, Valérie Lafont, Mathieu Dupré, Alain Krick, Christine Mauriac, and 
Julia Chamot-Rooke

Journal Citation: Proteomics 2024, 24(3-4), e2300069

Key Words: SAW-5, Affinity Purification, On-Cartridge Reaction, Biopharma, Pharmacokinetics, 
Immunocapture

Phosphoprotein dynamics of interacting T cells and tumor cells by HySic

Authors: Sofıa Ibanez-Molero, Joannes T.M. Pruijs, Alisha Atmopawiro, Fujia Wang, Alexandra M. 
Terry, Maarten Altelaar, Daniel S. Peeper, and Kelly E. Stecker

Journal Citation: Cell Reports 2024, 43(1), 113598

Key Words: C18-5, Fe(III)-NTA, RPS-5, Peptide Cleanup, Phosphopeptide Enrichment, 
Fractionation, Biopharma, Phosphoproteomics, Proteomics

Proteomics on malignant pleural effusions reveals ERα loss in metastatic breast cancer 
associates with SGK1–NDRG1 deregulation

Authors: Isabel Mayayo-Peralta, Donna O. Debets, Stefan Prekovic, Karianne Schuurman, 
Suzanne Beerthuijzen, Mathilde Almekinders, Joyce Sanders, Cathy B. Moelans, Sandra Saleiro, 
Jelle Wesseling, Paul J. van Diest, Rui Henrique, Carmen Jerónimo, Maarten Altelaar, and Wilbert 
Zwart

Journal Citation: Molecular Oncology 2024, 18(1), 156-169

Key Words: Fe(III)-NTA, Phosphopeptide Enrichment, Clinical Research, Phosphoproteomics

Systematic discovery of neoepitope–HLA pairs for neoantigens shared among patients and 
tumor types

Authors: Hem R. Gurung, Amy J. Heidersbach, Martine Darwish, Pamela Pui Fung Chan, Jenny 
Li, Maureen Beresini, Oliver A. Zill, Andrew Wallace, Ann-Jay Tong, Dan Hascall, Eric Torres, Andy 
Chang, Kenny ‘Hei-Wai’ Lou, Yassan Abdolazimi, Christian Hammer, Ana Xavier-Magalhães, Ana 
Marcu, Samir Vaidya, Daniel D. Le, Ilseyar Akhmetzyanova, Soyoung A. Oh, Amanda J. Moore, 
Uzodinma N. Uche, Melanie B. Laur, Richard J. Notturno, Peter J. R. Ebert, Craig Blanchette, 
Benjamin Haley, and Christopher M. Rose

Journal Citation: Nature Biotechnology 2024,

Key Words: PAW-25, C18-5, Affinity Purification, Peptide Cleanup, Biopharma, 
Immunopeptidomics

https://doi.org/10.1016/j.slasd.2023.10.005
https://doi.org/10.1002/pmic.202300069
https://doi.org/10.1002/pmic.202300069
https://doi.org/10.1016/j.celrep.2023.113598
https://doi.org/10.1002/1878-0261.13540
https://doi.org/10.1002/1878-0261.13540
https://doi.org/10.1038/s41587-023-01945-y
https://doi.org/10.1038/s41587-023-01945-y
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Use of dried blood spots for monitoring inflammatory and nutritional biomarkers in the elderly

Authors: Jérôme Vialaret, Margaux Vignon, Christophe Hirtz*, Stéphanie Badiou, Gregory 
Baptista, Laura Fichter, Anne-Marie Dupuy, Aleksandra Maleska Maceski, Martin Fayolle, Mehdi 
Brousse, Jean-Paul Cristol, Claude Jeandel, and Sylvain Lehmann

Journal Citation: Clinical Chemistry and Laboratory Medicine 2024

Key Words: In-Solution Digestion, Biomarker, Clinical Research

2023

A cyclin-dependent kinase-mediated phosphorylation switch of disordered protein condensation

Authors: Juan Manuel Valverde, Geronimo Dubra, Michael Phillips, Austin Haider, Carlos Elena-
Real, Aurélie Fournet, Emile Alghoul, Dhanvantri Chahar, Nuria Andrés-Sanchez, Matteo Paloni, 
Pau Bernadó, Guido van Mierlo, Michiel Vermeulen, Henk van den Toorn, Albert J. R. Heck, 
Angelos Constantinou, Alessandro Barducci, Kingshuk Ghosh, Nathalie Sibille, Puck Knipscheer, 
Liliana Krasinska, Daniel Fisher, and Maarten Altelaar

Journal Citation: Nature Communications 2023, 14, 6316

Keywords: C18-5, Fe(III)-NTA, Peptide Cleanup, Phosphopeptide Enrichment, Phosphoproteomics

A human meniscus explant model for studying early events in osteoarthritis development by 
proteomics

Authors: Martin Rydén, Karin Lindblom, Aida Yifter-Lindgren, Aleksandra Turkiewicz, Anders 
Aspberg, Viveka Tillgren, Martin Englund, and Patrik Önnerfjord

Joural Citation: Journal of Orthopaedic Research 2023, 41(12), 2765-2778

Key Words: C18-5, Peptide Cleanup, Proteomics

A novel approach to interrogating the effects of chemical warfare agent exposure using organ-
on-a-chip technology and multiomic analysis

Authors: Tyler D. P. Goralski, Conor C. Jenkins, Daniel J. Angelini, Jennifer R. Horsmon, Elizabeth 
S. Dhummakupt, Gabrielle M. Rizzo, Brooke L. Simmons, Alvin T. Liem, Pierce A. Roth, Mark A. 
Karavis, Jessica M. Hill, Jennifer W. Sekowski, and Kyle P. Glover

Journal Citation: PLoS One 2023, 18(2), e0280883

Key words: C18-5, In-Solution Digestion, Peptide Cleanup, Proteomics

Analysis of the phosphoproteome of CK2α(–/–)/Δα′ C2C12 myoblasts compared to the wild-type 
cells

Authors: Christian Borgo, Luca Cesaro, Tsuyoshi Hirota, Keiko Kuwata, Claudio D’Amore, Thomas 
Ruppert, Renata Blatnik, Mauro Salvi, and Lorenzo A. Pinna

Journal Citation: Open Biology 2023, 13(2), 220220

Key Words: Fe(III)-NTA, Phosphopeptide Enrichment, Phosphoproteomics, Signal Transduction

Apolipoprotein Proteomics for Residual Lipid-Related Risk in Coronary Heart Disease

Authors: Robert Clarke, Adam Von Ende, Lukas Schmidt, Xiaoke Yin, Michael Hill, Alun Hughes, 
Raimund Pechlaner, Johann Willeit, Stefan Kiechl, Hugh Watkins, Konstantinos Theofilatos, 
Jemma C. Hopewell, and Manuel Mayr

Journal Citation: Circulation Research 2023, 132(4), 452-464 

Key words: C18-5, Peptide Cleanup, Biomarkers, Clinical Research

https://doi.org/10.1515/cclm-2023-0312
https://doi.org/10.1038/s41467-023-42049-0
https://doi.org/10.1002/jor.25633
https://doi.org/10.1002/jor.25633
https://doi.org/10.1371/journal.pone.0280883

https://doi.org/10.1371/journal.pone.0280883

https://doi.org/10.1098/rsob.220220
https://doi.org/10.1098/rsob.220220
https://doi.org/10.1161/CIRCRESAHA.122.321690
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At low levels, inorganic mercury interference with antigen signaling is associated with 
modifications to a panel of novel phosphoserine sites in B cell receptor pathway proteins

Authors: Chunna Guo, Raymond R. Mattingly, Paul M. Stemmer, and Allen J. Rosenspire

Journal Citation: Toxicology in Vitro 2023, 89, 105564

Key Words: C18-5, Fe(III)-NTA, Peptide Cleanup, Phosphopeptide Enrichment, 
Phosphoproteomics, Signal Transduction

B cell class switch recombination is regulated by DYRK1A through MSH6 phosphorylation

Authors: Liat Stoler-Barak, Ethan Harris, Ayelet Peres, Hadas Hezroni, Mirela Kuka, Pietro Di Lucia, 
Amalie Grenov, Neta Gurwicz, Meital Kupervaser, Bon Ham Yip, Matteo Iannacone, Gur Yaari, 
John D. Crispino, and Ziv Shulman

Journal Citation: Nature Communications 2023, 14, 1462

Key Words: Fe(III)-NTA, Phosphopeptide Enrichment, Phosphoproteomics, Signal Transduction

Cardiac progenitor cell-derived extracellular vesicles promote angiogenesis through both 
associated- and co-isolated proteins

Authors: Marieke Theodora Roefs, Julia Bauzá-Martinez, Simonides Immanuel van de Wakker, 
Jiabin Qin, Willem Theodoor Olijve, Robin Tuinte, Marjolein Rozeboom, Christian Snijders Blok, 
Emma Alise Mol, Wei Wu, Pieter Vader, and Joost Petrus Gerardus Sluijter

Journal Citation: Communications Biology 2023, 6, 800

Key Words: Fe(III)-NTA, Phosphopeptide Enrichment, Mechanism of Action, Phosphoproteomics, 
Signal Transduction

Comparative analysis of spike-specific IgG Fc glycoprofiles elicited by adenoviral, mRNA, and 
protein-based SARS-CoV-2 vaccines

Authors: Julie Van Coillie, Tamas Pongracz, Tonći Šuštić, Wenjun Wang, Jan Nouta, Mathieu Le 
Gars, Sofie Keijzer, Federica Linty, Olvi Cristianawati, Jim B. D. Keijser, Remco Visser, Lonneke 
A. van Vught, Marleen A. Slim, Niels van Mourik, Merel J. Smit, Adam Sander, David E. Schmidt, 
Maurice Steenhuis, Theo Rispens, Morten A. Nielsen, Benjamin G. Mordmüller, Alexander P.J. 
Vlaar, C. Ellen van der Schoot, Ramon Roozendaal, Manfred Wuhrer, and Gestur Vidarsson

Journal Citation: iScience 2023, 26(9), 107619

Key Words: PGW, Affinity Purification, Clinical Research,  Proteomics

Cross-linking Mass Spectrometry Uncovers Interactions Between High-density Lipoproteins and 
the SARS-CoV-2 Spike Glycoprotein

Authors: Sean A. Burnap, Ana Maria Ortega-Prieto, Jose M. Jimenez-Guardeño, Hashim Ali, 
Kaloyan Takov, Matthew Fish, Manu Shankar-Hari, Mauro Giacca, Michael H. Malim, and Manuel 
Mayr

Journal Citation: Molecular & Cellular Proteomics 2023, 22(8), 100600

Key Words: C18-5, Peptide Cleanup, Clinical Research, Proteomics, Protein-Protein Interactions

https://doi.org/10.1016/j.tiv.2023.105564
https://doi.org/10.1016/j.tiv.2023.105564
https://doi.org/10.1038/s41467-023-37205-5
https://doi.org/10.1038/s42003-023-05165-7
https://doi.org/10.1038/s42003-023-05165-7
https://doi.org/10.1016/j.isci.2023.107619

https://doi.org/10.1016/j.isci.2023.107619

https://doi.org/10.1016/j.mcpro.2023.100600
https://doi.org/10.1016/j.mcpro.2023.100600
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Deep (phospho)proteomics profiling of pre-treatment needle biopsies identifies signatures of 
treatment resistance in HER2+ breast cancer

Authors: Donna O. Debets, Kelly E. Stecker, Anastasia Piskopou, Marte C. Liefaard, Jelle 
Wesseling, Gabe S. Sonke, Esther H. Lips, and Maarten Altelaar

Journal Citation: Cell Reports Medicine 2023, 4(10), 101203

Key Words: C18-5, Fe(III)-NTA, Peptide Cleanup, Phosphopeptide Enrichment, Clinical Research, 
Biomarkers, Phosphoproteomics, Proteomics

Design and Characterization of Mutated Variants of the Oncotoxic Parvoviral Protein NS1

Authors: Patrick Hauswirth, Philipp Graber, Katarzyna Buczak, Riccardo Vincenzo Mancuso, 
Susanne Heidi Schenk, Jürg P. F. Nüesch, and Jörg Huwyler 

Journal Citation: Viruses 2023, 15(1), 209

Key words: Fe(III)-NTA, Phosphopeptide Enrichment, Mechanism of Action, Phosphoproteomics

Differential proteomics of Zika virus (ZIKV) infection reveals molecular changes potentially 
involved in immune system evasion by a Brazilian strain of ZIKV

Authors: Juliana M. Tatara, Rafael L. Rosa, Ana Paula M. Varela, Tais F. Teixeira, Patrícia 
Sesterheim, Anderson Gris, David Driemeier, Amanda N. S. Moraes, Markus Berger, Ramon D. 
Peña, Paulo M. Roehe, Diogo O. G. Souza, Jorge A. Guimarães, Alexandre R. Campos, Lucélia 
Santi, and Walter O. Beys‑da‑Silva 

Journal Citation: Archives of Virology 2023, 168, 70

Key words: C18-5, Peptide Cleanup, Proteomics

Diligent Design Enables Antibody-ASO Conjugates with Optimal Pharmacokinetic Properties

Authors: Tatjana Sela, Mads Mansø, Michel Siegel, Céline Marban-Doran, Axel Ducret, Jens 
Niewöhner, Jacob Ravn, Rainer E. Martin, Annika Sommer, Sabine Lohmann, Ben-Fillippo 
Krippendorff, Mette Ladefoged, Annette Indlekofer, Tom Quaiser, Florian Bueddefeld, Erich 
Koller, Mohamed Y. Mohamed, Tobias Oelschlaegel, Kurt V. Gothelf, Kerstin Hofer, and Felix F. 
Schumacher

Journal Citation: Bioconjugate Chemistry 2023, 34(11), 2096-2111

Key Words: SAW-5, Affinity Purification, Antibody Drug Conjugates, Immuopeptideomics, 
Proteomics, Immunocapture

Discovery and validation of serum glycoprotein biomarkers for high grade serous ovarian cancer

Authors: Mriga Dutt, Gunter Hartel, Renee S. Richards, Alok K. Shah, Ahmed Mohamed, Sophia 
Apostolidou, Aleksandra Gentry-Maharaj, Australian Ovarian Cancer Study Group, John D. Hooper, 
Lewis C. Perrin, Usha Menon, and Michelle M Hill

Journal Citation: Proteomics-Clinical Applications 2023, 17(4) 2200114

Key Words: Biomarkers, Clinical Research, Glycoproteomics

https://doi.org/10.1016/j.xcrm.2023.101203
https://doi.org/10.1016/j.xcrm.2023.101203
https://doi.org/10.3390/v15010209

https://doi.org/10.1007/s00705-022-05629-x

https://doi.org/10.1007/s00705-022-05629-x

https://doi.org/10.1021/acs.bioconjchem.3c00393
https://doi.org/10.1002/prca.202200114
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Elucidating Fibroblast Growth Factor-Induced Kinome Dynamics Using Targeted Mass 
Spectrometry and Dynamic Modeling

Authors: Tim S. Veth, Chiara Francavilla, Albert J.R. Heck, and Maarten Altelaar

Journal Citation: Molecular and Cellular Proteomics 2023, 22(8), 100594

Key Words: C18-5, Fe(III)-NTA, Peptide Cleanup, Phosphopeptide Enrichment, 
Phosphoproteomics, Signal Transduction

Enhanced SREBP2-driven cholesterol biosynthesis by PKCλ/ι deficiency in intestinal epithelial 
cells promotes aggressive serrated tumorigenesis

Authors: Yu Muta, Juan F. Linares, Anxo Martinez-Ordoñez, Angeles Duran, Tania Cid-Diaz, Hiroto 
Kinoshita, Xiao Zhang, Qixiu Han, Yuki Nakanishi, Naoko Nakanishi, Thekla Cordes, Gurpreet K. 
Arora, Marc Ruiz-Martinez, Miguel Reina-Campos, Hiroaki Kasashima, Masakazu Yashiro, Kiyoshi 
Maeda, Ana Albaladejo-Gonzalez, Daniel Torres-Moreno, José García-Solano, Pablo Conesa-
Zamora, Giorgio Inghirami, Christian M. Metallo, Timothy F. Osborne, Maria T. Diaz-Meco, and 
Jorge Moscat

Journal Citation: Nature Communications 2023, 14, 8075

Key Words: SAW-5, Affinity Purification, On-Cartridge Reaction, Protein-Protein Interactions, 
Proteomics, Signal Transduction, BioID 

Enhancing antibody affinity through experimental sampling of non-deleterious CDR mutations 
predicted by machine learning

Authors: Thomas Clark, Vidya Subramanian, Akila Jayaraman, Emmett Fitzpatrick, Ranjani 
Gopal, Niharika Pentakota, Troy Rurak, Shweta Anand, Alexander Viglione, Rahul Raman, Kannan 
Tharakaraman, and Ram Sasisekharan

Journal Citation: Communications Chemistry 2023, 6, 244

Key Words: PAW-5, Affinity Purification, Biopharma

Expanding the MAPPs Assay to Accommodate MHC-II Pan Receptors for Improved Predictability 
of Potential T Cell Epitopes

Authors: Katharina Hartman, Guido Steiner, Michel Siegel, Cary M. Looney, Timothy P. Hickling, 
Katharine Bray-French, Sebastian Springer, Céline Marban-Doran, and Axel Ducret

Journal Citation: Biology 2023, 12(9), 1265

Key Words: SAW-5, Affinity Purification, Biopharma, Immunopeptidomics, Proteomics, 
Immunocapture

Four-dimensional proteomics analysis of human cerebrospinal fluid with trapped ion mobility 
spectrometry using PASEF

Authors: Dong-Gi Mun, Rohit Budhraja, Firdous A. Bhat, Roman M. Zenka, Kenneth L. Johnson, 
Abhay Moghekar, and Akhilesh Pandey

Journal Citation: Proteomics 2023, 34(10), e2200507 

Key Words: C18-5, In-Solution Digestion, Peptide Cleanup, Clinical Research, Proteomics

https://doi.org/10.1016/j.mcpro.2023.100594
https://doi.org/10.1016/j.mcpro.2023.100594
https://doi.org/10.1038/s41467-023-43690-5
https://doi.org/10.1038/s41467-023-43690-5
https://doi.org/10.1038/s42004-023-01037-7
https://doi.org/10.1038/s42004-023-01037-7
https://doi.org/10.3390/biology12091265
https://doi.org/10.3390/biology12091265
https://doi.org/10.1002/pmic.202200507
https://doi.org/10.1002/pmic.202200507
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Frequent ZNF217 mutations lead to transcriptional deregulation of interferon signal transduction 
via altered chromatin accessibility in B cell lymphoma

Authors: Franziska Briest, Daniel Noerenberg, Cornelius Hennch, Kenichi Yoshida, Raphael 
Hablesreiter, Jose Nimo, Daniel Sasca, Marieluise Kirchner, Larry Mansouri, Yoshikage Inoue, 
Laura Wiegand, Annette M. Staiger, Beatrice Casadei, Penelope Korkolopoulou, January Weiner, 
Armando Lopez-Guillermo, Arne Warth, Tamás Schneider, Ákos Nagy, Wolfram Klapper, Michael 
Hummel, George Kanellis, Ioannis Anagnostopoulos, Philipp Mertins, Lars Bullinger, Richard 
Rosenquist, Theodoros P. Vassilakopoulos, German Ott, Seishi Ogawa, and Frederik Damm

Journal Citation: Leukemia 2023, 37, 2237-2249

Key Words: Fe(III)-NTA, Phosphopeptide Enrichment, Phosphoproteomics

Generalized precursor prediction boosts identification rates and accuracy in mass spectrometry 
based proteomics

Authors: Aaron M. Scott, Christofer Karlsson, Tirthankar Mohanty, Erik Hartman, Suvi T. Vaara, 
Adam Linder, Johan Malmström, and Lars Malmström

Journal Citation: Communications Biology 2023, 6, 628

Key Words: C18-5, In-Solution Digestion, Peptide Cleanup, Biomarkers, Proteomics

Getting Ready for Large-Scale Proteomics in Crop Plants

Authors: Sarah Brajkovic, Nils Rugen, Carlos Agius, Nicola Berner, Stephan Eckert, Amirhossein 
Sakhteman, Claus Schwechheimer, and Bernhard Kuster 

Journal Citation: Nutrients 2023, 15(3), 783

Key words: RPS-5, Fractionation, Proteomics, SP3

High-Throughput Analyses of Therapeutic Antibodies Using High-Field Asymmetric Waveform 
Ion Mobility Spectrometry Combined with SampleStream and Intact Protein  Mass Spectrometry

Authors: Rachel Liuqing Shi, Michael A. Dillon, Philip D. Compton, William S. Sawyer, John R. 
Thorup, Mandy Kwong, Pamela Chan, Cecilia P. C. Chiu, Ran Li, Rajbharan Yadav, Genee Y. Lee, 
Joshua G. Gober, Zhiyu Li, Adel M. ElSohly, Ayse Meric Ovacik, James T. Koerber, Christoph 
Spiess, Jonathan L. Josephs, and John C. Tran

Journal Citation: Analytical Chemistry 2023, 95(47) 17263-17272

Key Words: SAW-5, Affinity Purification,  Immobilization, Biopharma, Immunocapture

High-Throughput and Format-Agnostic Mispairing Assay for Multispecific Antibodies Using Intact 
Mass Spectrometry

Authors: Tanja Ziegengeist, Jennifer Orth, Katja Kroll, Marion Schneider, Nadja Spindler, 
Dilyana Dimova, Severin Handschuh, Arnd Brandenburg, Reto Ossola, Norbert Furtmann, Joerg 
Birkenfeld, Christian Beil, Dietmar Hoffmann, Thorsten Schmidt, Rebecca Sendak, Melanie 
Fischer, Soraya Hölper, and Jennifer Kühn

Journal Citation: Analytical Chemistry 2023, 95(27), 10265-10278

Key Words: In-Solution Digestion, Normalization, Biopharma

https://doi.org/10.1038/s41375-023-02013-9

https://doi.org/10.1038/s41375-023-02013-9

https://doi.org/10.1038/s42003-023-04977-x

https://doi.org/10.1038/s42003-023-04977-x

https://doi.org/10.3390/nu15030783

https://doi.org/10.1021/acs.analchem.3c03158
https://doi.org/10.1021/acs.analchem.3c03158
https://doi.org/10.1021/acs.analchem.3c00742

https://doi.org/10.1021/acs.analchem.3c00742
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High-Throughput Screening and Proteomic Characterization of Compounds Targeting Myeloid-
Derived Suppressor Cells

Authors: Johannes Krumm, Elissaveta Petrova, Severin Lechner, Julia Mergner, Hans-Henning 
Boehm, Alessandro Prestipino, Dominik Steinbrunn, Marshall L. Deline, Lisa Koetzner, Christina 
Schindler, Laura Helming, Tobias Fromme, Martin Klingenspor, Hannes Hahne, Jan-Carsten Pieck, 
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